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T6MTAT 

Ml,l.C ti~u nghien CUu nh~m khao sat cy !~ luu hanh va djnh danh cac loai du trimg tren qan ga noi lai nu6i 
tha VU'On t?i dia ban tinh Ben Tre bfuig phll'O'ng phap thu&ng quy va phLrong phap sinh h9c phan t:lr. Qua thu 
th~p va phan tfch 1.440 mau phan ga ttr 1 tuan tu6i cMn 12 tuAn tu6i, k~t qua cho th&y dan ga nhiem du 
trung v6i tY l~ kha cao, chiem 44,79%. a tuchi tu6i thu 3 ga m61 Mt d~u nhiem noan nang cau t.nlng (25%). 
Ty I~ nhiem !Ang vc;>t a ga 6 tufui tu6i v6i 100% ga nhiem. Ty l ~ nay giam vao tufui ke tiep v6i 92,50%. Ty 
nhiem thap nhat duqc ghi nh~n o· ga 12 tufui tuoi, chiem 10%. Cucmg d<) nhi~m & mt'.rc 4(+) va 3(+) cao nhat 
tu'O'l1g ting v6i thOi di~m ga nhiem du trimg n~ng 6· tuchi tu6i tht'.1· 6 (84,17%) va tuan tu6i thtr 7 (12,61%) . Ga 
noi lai tha vu6n t9i tinh Ben Tre nhiem 4 loai du t.rUng la: E acervulina, E. tenella, E. mitis, E. maxima. 
Trong d6 Joa.J E. tenellaph6 bien nhat (93,02%), sau d6 la E. maxima (57,83%), E. acervulina (25,58%) va Lhap 
nhat la E. mitis (10,64%). Ty I~ nhiem ghep 3 lofil noan nang cau trimg la phO bi~n nMt (33,18%) va thap 
nhat la nhi~m ghep 4 loai (15,35%). Thu th~p noan nang du trung & mau phan c6 cu0ng d<) nhiern 4(+), sau 
d6 ly trich DNA va dJnh danh b~ng phuong phap sinh h9c phan tlr v6i 5 do~ moi ciia: E. aceIVU/ina, E. 
tenella, E. necatrix, E. maxi.ma, E. mitis. Ket qua cho tbay dan ga & tuAn tu6i tu tht'.r 5 den thu 7 nhiem 4 loai 
du trung: E acervulina, E. teneUa, E. mi.tis, E maxima. Bu-&c dau giai trinh ti! gene phat hi~n duqc 2 loai la 
E. tenella va .E acervuh'na co d¢ tuong c1ong cao tuong t'.mg 96,61% va 97,78% so v6i. dfr li~u w s& cua Ngan 
hang gene tren NCBI. 

Tit kh6a: Ga noi flll: giAi tn'nh t{r, du !rung, PCR, dnh Btfn Tre. 

1. D~T VAN DE 

1-Ii~n nay, cMn nu6i gia drn c1a c6 nhl1ng bu&c 
phat tiien nhanh. Tu chan nuoi phan tan, quy mo 
nho, l\f phat, dan dan chuyen thanh chan nuoi t?p 
trung v6i quy mo l&n hOTI da g6p phan thay doi CO' 
du cac nganh san xua'.t trong nong nghi~p, thuc day 
phat trien kinh te Va 1:.Q.O Cong an vi~C lam cho hang 
tri~u nguOi, 6n dµ1h CUQC song. Tuy nhien, nganh 
chan nuoi gia clm lrong nhUn.g nam qua phai doi 
m~t v6i nhieu kh6 khan va thach thuc. Du chan nuoi 
theo phuong lhtrc nao thi van de d!ch b~nh thuang 
xuyen xay ra lam thi~t h<;ti va b~ ch~ SI! phat trien 
cua nganh chan nuoi, trong d6 b~nh d.u trimg ga 
(Coccidiosis) la can benh pho bien va gay thi~t h~ 
kinh te n~ng ne. Theo Van Meirhaeghe H et al 
(2014) [8], benh cau trling gay thi~t hq.i den 7 tY 
Euro cho nganh chan nuoi gia dun. B~nh gay ra 
nhfrng t6n thU'O'Og bi~U mo ru()t, anh hu0ng den SI! 

tieu h6a va help thu dtrOng chat, gay mat nu&c, m<1t 

1 Tru0ng E>l;li hc;>c C~n Thcr 

mau, tieu chay va tang tinh man cam v&i nhfrng tac 
nhan gay b~nh k.hac. Ngoai ra chung con lam giam 
san luQng trung & ga de len Mn 50% va tY l~ chet 
100% doi v&i ga kh6ng phong va dieu tri b~nh ltjp 
tho'i (Calnek et al., 1997) [l). 

Tinh Ben Tre dang chu tr9ng phat trien chan 
nuoi ga theo hinh tht'.rc nuoi ga ban chan tha va SU 
di,mg giong ga noi Jai dia phuong vi c6 gia ca on dtnh, 
phu h()p V&i thi hieu, it tieU ton Cong cham SOC Va CO' 

s& v~l chat, mang l<;ti hi~u qua kinh te cao cho nha 
chan nuoi. Tuy nhien, do nuoi tha vuoo nen ga chju 
nhieu anh hu6ng cua dieu ki~n ti,r nhien va mam 
b~nh ben ngoai moi truimg de dang xam nh~p vao 
gay b~nh. Trong d6 benh dlu trung ga thu<'Yng xuyen 
xua'.t hi~n, nguy hiem hon la gay nhiem ke phat cac 
b~nh khac lam cho tinh hinh nhi~m b~nh cang tram 
tr9ng va gay nhifat t6n that ve kinh te. Do d6, de c6 
bi¢n phap phong tri lqp th<'Yi va hi~u qua thi vi~c chin 
doan phat hi~n ga mk b¢nh du trung m<)t each 
chinh xac va nhanh ch6ng la dieu rat can thiet. 
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KHOA HQC CONG NGH' 

2. V3J U(:U VA PHUONG PHAP NGHIEN CUU 

2.1. Tum gian va dia diem nghien c(ru 

Nghien c(ru duQ'-c tien hanh t1r thang 1 Mn thang 
12 nam 2019 .. M~u dUQ'C thu th~p tu 3 tr~ nuoi ga noi 
ban chan tha & tlnh Ben Tre. Dia diem xet nghi~m 
mau: Phong thi nghi~m Ky sinh trung, Bo m_on Thu y, 
Khoa Nong nghi<;!p va Vi~n Nghien ct1u va Phat trien 
Cong ngh~ Sinh h9c, Tnr&ng D<:li h<;>c Can Tua. Cong 
ty TNHH MTV Sinh h6a Phu Sa giru trinh tv gene. So 
li~u duqc phan tich theo phuong phap thong ke sinh 
h9c tren phan mem MINITAB ver. 16.0 

dinh danh trinh tt,r nuleotide duqc giai ma tren ngan 
hang gene NCBI (https://www.ncbi.nlm.nih.gov/) 
[10]. 

3. KET QUA VA THAO LU~N 

3.1. K~t qua tinh hlnh nhiem 9au tritng tren ga 
theo tuan tu6i 4ti tillh B~n Tre 

Qua bang 1 cho tha'.y ga nhiem du trling v6i ty 
1~ 44,79%, khong tim thay du trung trong phan ga & 
tuan tuoi tht'.r 1 va tht'.r 2. Ga bat dau nhiem & tuan tu6i 
thu 3 (20,83%), cang ve sau ga cang 16n, luc;mg phan 

thfil ra nhieu la dieu ki~n thu~ l()'i cho du trung 
2.2. Phuong phap nghien Ctru phat trien va gay nhiem 6· 4 tmin tu6i 42,50%, 5 tuan 

Nghien CUu duqc th~rc hi~n v&i cac phuong phap tuoi la 83,33% va cao nhat (y tuan thu 6 la 100%. Ket 
phu noi Willis tim noan nang cftu trung, phuong phap qua th6ng ke cho tha'y tY 1~ nhiem cau trimg c6 SIJ 

dem trt'.tng Mac-Master, phuong phap dtnh danh khac bi~t gill'a cac tuan tu6i ga ra't c6 y nghia th6ng 
phan lo~ d.u trling ga thucmg quy cua Eckert (1995) ke (p<0,01). Cu&ng do nhiem cau trimg ga & muc 
[2] dl,t'a vao di;ic ctiem nhu: hinh dang, mau sAc cua l(+) la pho bien (36,28%), 2(+) chiem 26,36%, 3(+) la 
noan nang, thm gian hinh thanh bao rude xac dinh 12,40% va 4(+) Ia 24,96%. C1,1 the, ga bat dtm nhiem 
loru du trung. Phuoog phap citnh danh du trung. ga du trung tir tuan tuoi thu 3 co ty l~ nhiem tuong doi 
bang sinh hQC phan Ur dm;rc tien hanh tu cac mau °' thap (20,83%) v6i cu&ng M nhiem 1+ (60%), 2+ (40%). 
giai dO?ll ga 5 tuan tu6i den 7 tuan tuoi, ch9n cac Ty l~ tang dan qua cac tuan tuoi, tang cao nhat (y tuan 
mau c6 cu&ng do nhiem 4(+) de tien hanh, tach chiet 6 la 100% va nhiem v6i cu&ng d9 4+ (84,17%). Vao 
DNA, thvc hi~n phan ung PCR theob doan moi duo·c tuan tuoi nay ga da c6 nhilng bieu hi~n nhu: u ru, b6 
thiet ke b6i Schinitzler et al (1998) [7i. Bo?n m.oi an, XU long, phan c6 mau hay sap va kem v6i b~nh 
dm;rc thiet ke b&i Lew et al, 2003. Sau c16 chon cac tich cua b~nh cau trling nhu: niem tn?C manh trang 
mau san pham PCR c6 bang sang va ro (y k~t qua xuat huyet, chfra mau, chu tr(;li da SU d1,1ng thu6c tri 
di~n di, glri mftu den Cong ty TNHH MTV Sinh h6a cau trimg. Ket qua ty 1~ nhiem du trung giam dan & 

Phu Sa de gifu trinh tv gene. Ket qua Blast kiem tra tuan tuoi thu 8 tr& di. 

Bang 1. Tyl~ va cu&ng d() nhiem cau tritng_g_a noi lai theo tuan tu6i tai tinh Ben Tre 

Tuan Nhiemchung Cu6ng d9 nhiem (%) 

tuoi 
1+ 2+ 3+ 4+ 

SMKT' SMN TLN (%) TLN (%) TLN (%) TLN (%) TLl~ (%) 
1 120 - - - - - -

2 120 - - - - - -
3 120 25 20,83 60,00 40,00 - -
4 120 51 42,50 52,94 39,22 5,88 1,96 
5 120 100 83,33 14,00 25,00 37,00 24,00 
6 120 120 100 - 5,83 10,00 84,17 
7 120 111 92,50 36,04 25,23 12,61 26,13 
8 120 67 55,83 61,19 38,81 - -

9 120 77 64,17 44,16 36,36 11,69 7,79 
10 r20 53 44,17 54,72 35,85 9,43 -

11 120 31 25,83 77,42 22,58 - -
12 120 10 8,33 100,00 - - -

P<0,01 P<0,01 
Tong 1440 645 44,79 36,28a 26,361> 12,40C 24,96b 

Ghi ch ti: <'I, b, c: Cac ch {f mil cimg m<)t ha.izg khac nhau thi khac nhau 
Chu thfch: S111KI': So mau Idem tra,· SA1N· So' mau nhiem; TLN· Tf l~ 11hilm. 
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bao ru, ket qua the hi~n qua bang 2. 3.2. Ket qua dµili danh cac loru clu trimg ga ~ 
tinh Ben Tre bAng phtrong phap tlmemg quy 

3.2.1. Thanh ph1n folii ca'u tning ga qii tinh Be'n 
Tre 

Qua phan lo~ d~c diem hinh thai, do kich thu6c, 
nuoi cay cac loru cau tritng va theo doi thOi gian sinh 

Qua ket qua bang 2 c6 the ket lu?n ga noi lai 
nuoi & cac C(J s& khao sat tren dia ban tinh B~n Tre 
nhi~m 4 loru d.u trimg la Eimeria acervulina, Eimeria 
maxima, Eimeria mitis, Eimeria teneUa. 

Bang 2. Thanh phan cic loai clu tritng kV sinh & ~a noi lai ~ tinh Bfu Tre 

Hinh d~ng Kich thu&c (~tm) 
Thoi gian sinh 

Ki hieu bao tu (gio·) Ket qua 

LT TI LT TT LT TI 

Hinh trllng, vo 
Hinh trllng hay 

Dai: Dai: 16,5-
nhan,khong 

elip, v6 nh~n, 
17,7-20,2 19,6 Eimeria 

Esp 1 
mau, khong 

khongmau, 
R<)ng: 13,7- R¢ng: 

24 16-28 
ace1vulina 

micropile 
khong 

16,3 12-17 
micropile 

Hinh trirng 
Hinh t:n'.mg, VO Dai: Dai: 

hay bau d1,1c, ~ ' . .. 21,5-42,5 22,5-34,5 Eimeria 
Esp2 VO san sui, 

san su1, mau 
3048 24-42 

vangkhong R¢ng: 16,5- ROng: maxima 
mau vang, c6 

micropile 29,5 17-24,5 
mlcropile 

Hinh d u, vo Hinh du, vo Dru: Dai: 

Esp3 
nMnkhong nhankhong 11,7-18,7 13,8-17,8 

18-48 14-36 
Eimeda 

mau, khong maukhong R<)ng: 11,0- R<)ng: mitis 
micropile micropile 18,0 13,2-17,2 

Hinh tn'.mg, vo Hinh trUn.g, vo Dru: Dai: 21,5-

Esp4 
nhan,khong nhan, khong 9-25 25,2 

18-48 18-26 
Eimeria 

mau, khong mau khong R¢ng: Rong: 18- tenella 
micropile micropile 14-31 22,6 

Chu thlch: LT: Ly thuyet; TT: 1hvc tl 

3.2.2. Tf J~ nhiem cac !om du tning kf sinh tren ga noi Jai theo tuan tu& W tinli Be'.11 Tre 

Barur 3. TY l~ nhiem cic loai clu tritng kY sinh & ~a noi lai theo tuan tuoi t<)i tinh Ben Tre 
Tu An E acervulina Emaxima E mitis E teneDc1 
tuoi SMN TLN (%) SMN TLN (%) SMN TLN (%) SMN TLN (%) 

1 - - - - - - - -
2 - - - - - - - -

3 - - 9 36,00 - - 22 88,00 
4 16 31,37 29 56,86 - - 46 90,20 
5 36 36,00 63 63,00 1 1,00 99 99,00 
6 68 56,67 106 88,33 25 20 83 120 100 
7 11 9,91 59 53,15 23 20,72 108 97,30 
8 9 13,43 31 46,27 5 7,46 57 85,07 
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9 20 25,97 39 50,65 4 5,19 69 89,61 

10 3 5,66 26 49,06 8 15,09 47 88,68 

11 2 6,45 9 29,03 2 6,45 22 70,97 

12 - - 2 20,00 - - 10 100 
P<0,01 

T6ng 165 25,588 373 57,83b 68 10,54c 600 93,02d 

Ghi ch ti: a, b, c, d· Gae chtJ mil tre11 cung m(Jt hang khac nhau thi khac nhau. 

ChLi thfch: SMN· 56 miu 1ihilm; JLN· Tj 1¢ nhiem. 

Bano- 3 cho thay Mt dau tir tuan thu 3 ga noi lai rung 6ng eppendoft khong can th~ hut nham cac 
"' ' ' da xuat hi~n 2 locl.i du trung la E tenella, E. maxima, chtlt bfui ho~c quy trinh ly trich DNA chua dll'Q'c t6i 

tY l~ nhiem loai E tenella cao hon so v6i loru E. uu. 
maxima (88,00%). Tinh chung, ga cac lt'ra tuoi nhiem 3.3.2. Kit qua siin ph!im PCR voi cic m6i d~c 

lli¢u cho timg loai du trimg 4 loai du trung, trong d6, loai E tenella v6i ty l~ cao 
nha'.t (93,02%), tiep theo la E maxima (57 ,83%), loru E. 
acervulina (25,58°.k>) va thap nha'.t la loai E. mitis 
(10,54%). Di~u nay phu hqp v&i nghien CUu cua 
Yueyue Huanget al (2017) [9] t~i Trung Qu6c cho 
rfulg E. tenella la loai du trung pho bien r¢ng rai 
nhat (80,67%), tiep den loai E 11ecat1ix, E. mitis, E 
maxima, E brunettiva E acetvulinav&i tY l~ lan lll'Q't 
la 68%, 55,33%, 54,67%, 44,67% va 2,67%. Qua phan tich 
thOng ke cho thay St! khac nhau ve zy l~ nhiem cac 
Joai cau trung tren ga gifra cac tufm tuoi rat c6 y 
nghla thong ke (p < 0,01). 

3.3. Ket qua dtnh danh loru cau t:rllng tren dan ga 
noi lai tha VUOn bfulg phUO'Jlg phap sinh h9c phan ti'r 

3.3.1. Ki&m tra t19 tinh St;JCh cua DNA 

B' 4.K~ •do OD ~ khH 'hDNA -

K~t qua do OD 
Mfiu 

BTl BT2 BT3 BT4 BT5 

OD260 1,09 1,35 2,16 1,77 1,2 

OD2so 0,62 0,71 1,35 0,93 0,71 

BO tinh s~ch 
DNA 1,76 1,9 1,6 1,9 1,69 

San pham PCR v6i cac moi d~c hi¢u cho E 
tenella: Gene d?c hi~u cho E tenella duqc khuech 
dc;i.i tir DNA tong s6 b~ng phan ilng PCR v6i qp moi 
d?c hi~u. (y nhi~t d(> g~n moi la 59°C trong 1 phut. 
Cho ket qua di~n di tren gel agarose 2% nhtr hinh 1. 

Do<;l.n moi: ETFb - 5' ATT TTA GTC CAT CGC 
A.cc ccr3' 

(278bp) ETRb - 5' CGA GGG ere TGC ATA 
GGACA3' 

Phan tich hinh anh tren gel agarose 2% dll'Q'C 
cht.,1p du&i tia lN cho tha'.y, c~p moi SU dl,tng trong 
nghien ctiu d?,c hi¢u cao, thf hi~n m(>t bang sang, ro 
va khong bi dlrt: gay, tren gel v6'i kich thu&c khoang 
278 bp d6i v6i loai E. tenella. Esin et al (2013) [3] 
khi nghien CUu ve Eimelia tren gi6ng ga 'Ibo NhI Ky 
cung tim duqc kich thu&c do~ gene cho loai E 
tenella la 278 bp bfuig phuong phap PCR. 

Sim phcfm PCR v6i cac m6i a~c hi(:u cho E 
ace1vuli11a: Gene d~c hi~u cho loai cau tritng E. 
ace1vufina dm;rc khuech d<;l.i tir DNA t6ng so Mng 
phan ung PCR v&i c~p moi d?c & nhi~t de) Mt moi la 
62°C trong 1 phut 10 giay. 

Ghi chu: BTJ va BT2, BT3 va BT4, BT5 l!in lu(Jt Do~m m6i: EAF1i - 5' GGC TIG GAT GAT GIT 

la niiu DNA cua ga twin tuOi th(r 5, thu 6 va th(t 7 TGC TG 3' 

(OD250 I ODzso) 

Mau sau khi ly trich dm;rc kiem tra d(> tinh s?ch 
cua DNA Mng phuong phap do quang pho hap tlw & 
bu&c song 260 nm va 280 nm. K~t qua & bang 4 cho 
thfty mau DNA cl'.ta BT2 va BT4 c6 d() tinh s~ch cao 
nfu:n trong khoang 1,8 d~n 2. Con mau BTl, BT3 va 
BT5 co d¢ tinh s?ch thap hon 1,8 chilng to miu con 
Ian l;?p chat. Bieu nay do nhieu nguy~n nhan nlm: 
trong qua trinh chuyen dung d!ch da tach 16p qua 

(321bp) EARb - 5' CGA ACG CAA TAA CAC 
ACGCT3' 

Phan tich hinh anh tren gel agarose 2% cho thay, 
c?p m6i su d\lng trong nghien ct'.tu c6 tinh d?,c hi¢u 
cao, the hi~n m¢t bang sang, ro va khong bt dtrt gay, 
khong c6 bang ph1,1, tren gel co kich thu&c khoang 
321 bp so v6i thang chuan (Hinh 2). Ket qua trong 
nghien ct'.tu trong thi nghi¢m tren phu hqp v6i nghien 
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CUu cua Hamidinejat et al. (2010) [4], tim thay loai E 
aceJVUlina trong mau phan cua ga thtt (y Khuzestan, 
Iran v6i kich thu6'C do:,m gene th~ hi~n tren gel 
agarose 1,5% la 321 bp. 

San pliim PCR v6i cac m6i cff[c hir:u cho E mi tis: 

Gene d~c hieu cho loai cau trung E mitis duqc 
khuech dq.i tu DNA tong s6 bang phin UI1g PCR v&i 
c?p moi d?c hi~u (y nhit;:t d() 60°C trong 1 phut 

Doq.n moi: EMi5FA - 5' CGG AGC TGG GGT 
TITCTTTC3' 

(193bp) EMi5RA - 5' CCT GCA TAT CCA 
CA/GTT/CGAAC/ AT AC 3' 

Phan tich hinh anh tren gel agarose 2% cho thay, 
& gieng BTl va BT2 khong c6 bang sang xuat hien, 
tr~n gel c6 kich tlm&c khoang 193 bp so v6i thang 
chuan (Hinh 3). 

San plia"m. PCR v6i m6i cf$c hi¢u czia E maxima: 
Gene d?c hi~u cho loai cau trimg E maxima duqc 

278bp 

Hinh 1. K~t qua di~n di cua E teneDa 

khuech dq.i ru DNA t6ng s6 bang phan ilng PCR v&i 
c?p m6i d?c hi~u, (y nhi~t dQ bat moi la 60°C trong 1 
phut. 

Boe:m m6i: EMFA2 - 5' GCG GTT TCA TCA 
TCC ATC ATC G 3' 

EMRA2 - 5' CGT TGT GAG AAG/A ACT 
GA/GAAGG G 3' 

Phan tich hinh anh tren gel agarose 2% cho th~y, 
c?p moi Slr dt,mg trong nghien CU'll c6 tinh cl~c hi~U 
cao, th~ hi~n m()t bang sang, ro va khong bi ctlrt. gay, 
tren gel c6 kich tlm&c khoarig 145 hp so v6i thang 
chuftn. Ket qua nghien cliu trong thi nghi~m tren 
phu hgp v&i nghien CU'll cua Kumar et al. (2013) [~} . 

Tac gia cung tim thay loai E mitis va E maxima 
trong mftu phan cua ga thit & Uttarakhand thu()c Bk 
An D9 v&i kich thu&c doq.n gene the hi~n tren gel 
agarose 1,5% Ia 193 bp va 145 bp (Hinh 4). 

321 bp 

Hinh 2. K& qua di~n di E acervulina 
M· Thang chuifn DNA lOObp; gieng 0, 1, 2, 3, M· 1Jiang chuffn DNA lOObp; gieng 1, 2, 3, 4, 5 
4, 5 ring v6i mAu ctOi chting am, BTJ, BT2, ting v6i miu BTJ, BT2, BT3, BT4, BT5 

88 

BTJ, BT4, BT5 

193 bp 

Hinh 3. K~t qua di~n di cua E mitis 
M· Thang chuifn DNA JOObp; gieng 0, 1, 2, 3, 
4, 5 ung v6i mfiu ctoi chting am, BTJ, BT2, 
BT3, BT4, BT5 

U5bp 200bp 

l OObp 

Hinh 4. Ket qua di~n di ctia E. maxima 
iv!: Thang chuan DNA JOObp; gieng o, 1, 2, 3, 4, 5 
ting voi mau dOi ch (mg am, BTJ, BT2, BT3, BT4, 
BT5 
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lOObp 

Hinh 5. K~t qua di~n di ciia E necatrix 
M· Thang chucfn DNA lOObp; gieng 1, 2, 3, 4, 5 

ting v6i miu BTl, BT2, BT3, BT4, BT5 

San pham PCR v6'i m6i d~c hi~u cua E. necatrix: 
Gene di)c hi~u cho loai d u trung E 11ecafJix dmyc 
khuech d~i ttr DNA tong so b~ng phan t'.mg PCR v6i 
~P m6i d~c hi~u, & nhi~t do bit m6i la 57°C trong 45 
giay. 

Bo~n m6i: ENF - 5' TAC ATC CCA ATC TIT 
GMTCG3' 

(383bp) ENR - 5' GGC ATA CTA GCT TCG 
AGCMC3' 

Phan tich hinh anh 1r~n gel agarose 2% cho th~y 
kh6ng co bang sang xuat hi~n, c6 nhieu bang phi).. 
Cht'.mg to rfuig khong c6 E necafJix trong mAu ly 
trich DNA ho~c do chua toi uu h6a quy trinh PCR 
cho loai nay (H,inh 5). 

So sanh phtrO'ng phap dinh danh dtc loru cau 
1rung bang phuoog phap thuOTI.g quy va phuO'ng 

~ -:•;, ••i1p...r •li'n11 •­

e2 ...... _:-__~!.C 
rJ 
~ ~ 

Ce<J.:.!1~ 

phap sinh h9c phan tu ta thay ca hai phtrong phap 
cho ket qua trung kh6p v6i nhau. C1:1 th~. v6i phtrO'ng 
phap dinh danh thu6ng quy da xac djnh ga (y tuan 
tuoi tht'.r 5, tht'.r 6 va thtr 7 bi nhi~m 4 lolli cau trung la 
E. teneDa, E ace.rvulina, E maxima va E mitis. B~ng 
ky thu~t sinh hoc phan tir, khuech cl~ vt1ng gene 
ffS-1 v6i 5 ~p m6i d~c hi~u cho tU11g loaj cau trUng 
cling (y tuan tuoi tht'.r 5, thu 6 va thtr 7, ki~m tra san 
phgm qua di~n di gel 2% agarose da phat hi~n du-qc 4 
loru Ia: E aceIVU!ina (321 bp), E teneDa (278 bp), E 
mitis (193 bp) va E maxima (145 hp) v6i dtc bang 
sang, ro, kh6ng dtrt va phu hqp v&i so bp cua tung 
loru. Ben c~nh c16, van chua phat hi~n duqc St,t' hi~n 
di~n cua E necatrix (383 bp) Mng phuoog phap 
thuoog quy va plmong phap sinh h<;>c phan tu. 

3.33. Ket qua giAi tn'nh ti)' gene vung ITS - 1 ciia 
cac Joill noan na11g du bimg ga 

Chon cac mau c6 bang sang & ket qua dien di, 
sau d6 glri mau d~ giru trinh tt,r gene. Ket qua Blast 
kiem tra djnh danh trinh tt,r nuleotide duqc giai ma 
tren ngan hang gene NCBI 
(https://www.ncbi.nlm.nih.gov/) (10]. 

Ket qua giai trinh t i,!' gene cua E acervu!ina: Ket 
qua so sanh 1rlnh LI,!' cua E ace1vulina v&i trln.h tv 
tren c<Y s& du li~u ngan hang gene cua NCBI cho 
thay trinh tt,r tren cO' s& du li~u tuO'ng dong v&i do~m 
gene ITS - 1 cua E acervulina v6i tY I~ tuoog dong 
cao nhat la 97,7~ (Hinh 6). 

I.!~, Tci,~ ':;, "1)' E 

State S.:i:Ae Cote' val1a 

!$er, 
ictern ~llOll 

?!Jli ;JJ·:: ;~ .. 1C7 ~I 7S~ .._ .. ~ 

·se ~ 1m it· ;~1 gy ;alt 

JS: ~ 

1~ 'e 1u sn~ ~· 

I:Iinh 6. Ket qua so sanh trinh t\l nucleotide ciia E acervulina v&i trinh t\,l tren CO' s& du li~u ngan hang gene 
ciiaNCBI 

Gifu Lrinh t~r gene da thu duo-c chuoi c6 291 
nucleotides c6 tnnh ti! nhu· sau: 
GKAAGTWTTGACTTATCATCTACCMTCITfGM 
TCTGTITTGTTITCCCACCACGACGCA'I'I'ITIGT 
GAAGAAAARAAGAGGAAAAAACCTGACfKfGCA 
WGCATCA1TGCCACCITTTGMGGGATGGGATG 
ATGATGCATGCATGGGARGGGGAGGGGCGGCG 
CATG.CACCGCTTGGGGCI'I'l'l'I'GGGGC1TIGGG 

GCTGTGGTGGTGGGGCTTGCATGCTACATGTGA 
CCCfGGCACKGCTGTCTA 

K~t qua giru trinh tt,r gene cua E. tenella: Ket qua 
so sanh trinh ti! cua E. Lenella v6'i trinh ti! tren C(J s& 
du li~u ngan hang gene ctta NCBI cho thay trinh l:l! 
tren CO' s6' du Mu tuO'ng dong v&i do~n gene ITS-1 
cua E teneUa v6i tY 1¢ tU'O'ng dong cao nhat la 96,61% 
(Hinh 7). 
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Hinh 7. K~t qua so sanh trinh tv nucleotide cua E. tenella v6i trinh tv tr~n w s& du li~u ngan hang gene cua 
NCBI 

Giai trinh tv gene da thu clugc chuoi c6 106 
nucleotidea c6 trinh tl! nhu sau: 
TWATIYCYCTGCACGGTITITCTACITITTAMA 
TGGATGGAATITTITGCTGCTGCAAGGRTATRTA 
GCAGYrvIR1WI'KTACSTGGGSSAWCSGGGGGGK 
GGKGG 

NhU' v~y, cac loai cau trilng du9'C thu th~p tir 
mau phan c6 cu<'>ng d(l nhiem 3(+) va 4(+) tu tuan 
tu6i thu 5 den tufm tu6i tht'.r 7 qua phuong phap gifu 
trinh tl,l' gene vung ITS - 1 da xac d!nh dtrQ'C 2 loai cau 
trung gay b~nh cho gala.: E. ace1vulina, E. tenelfa co 
d<) tuong d6ng cao tuong t'.rng 97,78% va 96,61% so v6'i 
dfr Mu cua ngan hang gene tren NBCI. Boi v6i 2 loAf 
con l?i la E. nwxima va E. mitis van dang tien hanh 
giai trinh tt,r gene nen chua the dua ket qua vao 
nghi~n ct'.ru nay. 

4. KET LU~N 
Dan ga noi lai tha vu<rn tc;t.i tinh Ben Tre nhiem 

cau trung v&i tY 1~ Ima cao, chiem 44,79%. Ga Mt dau 
nhiem du trung & tuan thu 3 (25%) va tY l~ nhiem 
tang din theo h'.ra tuoi, cl,! the den tuan tht'.r 6 t:Y l~ 
nhiem tang den 100%. CuOn.g d9 nhiem l(+) la pho 
bien nhat v&i 36,28%, 2(+) chiem 26,36%, 3(+) chietn 
12,40%va4(+) la24,96%. 

Bang phuong phap dtnh danh thu&ng quy, ga 
noi lai tha vuun t~i tinb Ben Tre nhiem 4 loai du 
trimg la: E. ace1wli11a, E tenella, E. mitis, E. 
maxima. Trong d6 E. tenella pho bien nhat (93,02%), 
sau d6 la E. maxima (57,83%), E ace1wli11a (25,58%) 
va thap nhat la E mitis (10,64%). 

Bang phuong phap d!nh danh 103.i du trimg 
bang phuong phap sinh hoc phan tu, tien hanh 
khuech d?i rung gene ITS-1v6i5 do;;m moi va kiem 
tra san pMim b~ng di~n di v6i gel agarose 2%, phat 
hi~n thanh cong 4 loai la: E ace1vu!ina (321 bp), E. 
te11e/fc7 (278 bp), E. maxima (145 bp), E mitts (193 
bp). Bu&c cMu giai trinh tv gene phat hi~n duQ'c 2 loai 
la E tenella va E ace!Vlt!ina co d(l tuong d6ng cao 

tuong ting 96,61% va 97,78% so v&i dfr li~u CO' sO- cua 
Ngan hang gene tren NCBI. 
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STUDY ON EIMERJA IN GA NOi LAI IN FREE-RANGE CHICKEN FARMS IN BEN 1RE PROVINCE BY 
PARASITOLOGICALAND MOLECULAR METHODS 

Nguyen Ho Bao Tran, Nguyen Huu Hung 

Summary 

This study aims lo investigate the prevalence of coccidiosis and delecl di(ferent Eimena species in Ga noi 
lai- domestic chicken breed raised in free-range farms in Ben Tre province by parasitological and molecular 
methods. A total of 1440 fecal samples were collected from 1 to 12 week-old chickens. The findings showed 
that the infection rate of coccidiosis in chicken was quite high at 44.7%. The earliest infection was recorded 
in 3-week old chicken with a low infection rate of 25%. This infection rate in chicken peaked 100% in the 611

' 

week and slightly dropped to 92.50% in the following week. The lowest infection rate was found in 12•h week­
old chicken. The highest intensity of infection (4+) and (3+) was corresponding to the high infection stages 
in the 6 (84.1 7%) and 7 week-old chickens (12.61%). Besides, four different species of Eimeria, namely E. 
ace.rvufina, E tenella, E mitis, and E. maxim,1were detected by parasitological methods. Of all four 
species, EteneUa was the most popular one in · survey chickens with 93.02%, followed by E 
maxima (57 .83%), E. ace1vulina (25.58%) and E mi tis (10.64%). The mixed infection rate of three Eimena 
species was 33.18%, while this rate of 4 species was only 15.33%. Fecal samples having the high intensity 
(+4) of Eime1ia infection were extracted DNA and performed PCR with specific primers. The results from 
PCR and sequencing confirmed the presence of two Eimeria species: E feneUa and E aceJVulinawith high 
nucleotide and identities compared to references of 96.61% and 97. 78% in Genbank, respectively. 

Keywords: Ga 11oi lai, sequencing, Eimena spp, Ben Tre. 
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